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[ Abstract] Objective  To explore the pathogenic mechanism of pelvic organ prolapse ( POP) through the study of
mitochondrial DNA*" (mtDNA*"") deletion in uterosacral ligaments (UL). Methods Twenty-six patients with POP stage I - IV
and 21 control patients with benign gynecological disease who underwent hysterectomy at our hospital between September 2016 and
April 2017 were included. The mitochondrial DNA ( mtDNA ) was isolated from UL tissues and the relative quantitative level of
mitochondrial DNA and DNA®"7 deletion was assessed by fluorescent quantitative PCR and agarose gel electrophoresis between two
groups to explore its biological significance. ~Results The mtDNA®"" deletion rate in UL was significantly higher in the POP group as
compared to the control group (Z = -2.086, P =0.037); while no significant difference was found in the total amount of mtDNA

(P =0.447). In addition, no obvious correlations between mtDNA*"’

deletion and age, pregnancy times, delivery times, BMI,
primiparity age, and menopause age were observed in the POP group (P >0.05). In the control group, the miDNA*"" deletion was
positively correlated with age (r =0.465, P =0.034), miDNA®” deletion increased with age, while no significant correlations with
pregnancy times, delivery times, BMI, primiparity age and menopause age were found (P >0.05). Conclusion The mtDNA*"
deletion is significantly increased in POP patients, which might be one of the causes of POP.
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