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Expression of MAGE - 10 genes in human hepatocellular carcinoma and its clinical significance Zhao Haitao
Rui Jingan Zhao Yi et al. Department of General Surgery Peking Union Medical College Hospital Beijing
100032 China

Abstract  Objective To study the relationship between the expression of MAGE — 10 genes and the clinical
parameters of metastasis and recurrence of patients with Hepatocellular carainama HCC . Methods The expres-
sion of MAGE — 10 genes in tumor tissues liver tissues adjacent to tumor and hepatocirrhosis tissues was examined by
RT - PCR method. The relationship between positive expression rate of MAGE — 10 genes and clinical parameters of
metastasis and recurrence such as AFP AFU Anti - HCV  HBsAg AFPmRNA diameter of tumor in patients
with HCC were studied. Results The positive expression rate of MAGE — 10 genes significantly higher in tumor tis-
sues than that in the surrounding tumor tissues 51.6% vs. 0% x*>=18.95 P <0.01 . There was no relationship
between the positive expression rate of MAGE — 10 gene and tumor marker P >0.05 .There was no expression of
MAGE - 10 in hepatocirrhosis tissues of 10 cases. Conclusions There was a high frequency of MAGE - 10 genes
expression in HCC but it is unrelated to the tumor markers metastasis and recurrence of HCC.
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